[Organization of the Karshi virus strain Leiv-2247 Uz genome and its phylogenetic relationships with other representatives of the Flavivirus genus].
For the first time, the Karshi virus complete genome sequence has been determined and analyzed in this work. The Karshi virus was attributed to the Tick-borne encephalitis group on the basis of phylogenetic analysis of polyprotein sequencing, as well as partial NS5 of the Flavivirus genus. Comprehensive analysis of the longed to its own cluster, which includes also the Royal Farm virus.